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Outcome

Type 2 diabetes
(discovery)

(replication)

Variables

BMI

WC
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Glucose metabolism status ---------------------------... n-=-347-1- Standardized ~ (95% Cl) 

NGM 

Prediabetes versus NGM status 

Type 2 diabetes versus NGM status 

Measures of glycemia 

Fasting plasma glucose, per SD 

2-Hour post-load glucose, per SD 

HbA1c, per SD 

Skin autofluorescence, per SD 

Duration of diabetes, per SD 

I 
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I • n = 3254 -0.05 (-0.08, -0.01)* 
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I I 
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Composite 2-score of corneal nerve fiber measures 

Indicates that a greater measure of 
the determinant is associated with a 

lower composite Z-score corneal 
nerve fiber measures 

Indicates that a greater measure of 
the determinant is associated with a 
greater composite Z-score corneal 

nerve fiber measures 
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